Variance Between Clinicians and Guidelines
In the Management of HIV/HCV Infection

Zachary Schwartz, MSc, ELS?; Jenny Schulz, PhD!; Edward King, MAl; Susanna Naggie, MD, MHS?; Mark S. Sulkowski, MD3
1. Clinical Care Options, LLC, Reston, VA. 2. Duke University School of Medicine, Durham, NC. 3. Johns Hopkins University School of Medicine, Baltimore, MD.

Postgraduate Institute

CLINICAL CARE OPTIONS® for Medicine

HEPATITIS

SCAN ME

1. Background 4. Comparison of First-line Management Choices by Patient Scenario

= Simultaneous treatment for both HIV and HCV infection requires consideration of
multiple factors beyond drug interactions

= |[n May 2018, we developed an online decision support tool based on recommendations
from the AASLD/IDSA and DHHS guidelines for HIV/HCV patient scenarios
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2. Methods

Guidelines were applied to first-line management recommendations for
304 unigue HIV/HCYV coinfection case scenarios based on a simplified set
\ of patient variables:

* Current ART/HCV therapy
* HIV and HCV genotypes
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= From August 2018 through August 2019, N = 683 participants (61% ID or HIV
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3. Participant Demographics
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6. Conclusions

= This online decision support tool showed that clinicians’ initial treatment plans for
HIV/HCV coinfection differed from HIV and HCV guidelines for 36% of case scenarios

= Scenarios where clinicians’ treatment plan was inconsistent with guidelines were:
* SOF or TDF in patients with eGFR < 60 mL/min
 DAAs and ART with drug—drug interactions
 SOF/LDV or GRZ/ELB In unapproved HCV genotypes
 EVG or RAL without knowing HIV genotype, or ABC in HLA-B*5701-positive patients

= Using an online tool changed the intended treatment plan for many participants,
suggesting the tool's use can help optimize care of patients with HIV/HCV coinfection
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